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SEQUENCE LISTING 

■ 

■ 

<110> Bayer AG, BHC 

* 

<12 0> New acylglycerol acyltransf erase- like protein MGAT-X1 and uses 
thereof 

<130> Le A 36 894 
<160> 5 

<170> Patentln version 3.1 

<210> 1 

<211> 1131 

<212> DNA 

<213> Homo sapiens 

<400> 1 

actgttctga gatctttgcc tccctcaggc tcccgagaat catggctcat tccaagcagc 60 

ctagtcactt ccagagtctg atgcttctgc agtggccttt gagctacctt gccatctttt 120 

ggatcttgca gccattgttc gtctacctgc tgtttacatc cttgtggccg ctaccagtgc 180 

tttactttgc ctggttgttc ctggactgga agaccccaga gcgaggtggc aggcgttcgg 240 

cctgggtaag gaactggtgt gtctggaccc acatcaggga ctatttcccc attacgatcc 3 00 

tgaagacaaa ggacctatca cctgagcaca actacctcat gggggttcac ccccatggcc 360 

tcctgacctt tggcgccttc tgcaacttct gcactgaggc cacaggcttc tcgaagacct 420 

tcccaggcat cactcctcac ttggccacgc tgtcctggtt cttcaagatc ccctttgtta ' 480 

gggagtacct catggccaaa ggtgtgtgct ctgtgagcca gccagccatc aactatctgc 540 

tgagccatgg cactggcaac ctcgtgggca ttgtagtggg aggtgtgggt gaggccctgc 600 

aaagtgtgcc caacaccacc accctcatcc tccagaagcg caaggggttc gtgcgcacag 660 

ccctccagca tggggctcat ctggtcccca ccttcacttt tggggaaact gaggtgtatg 720 

atcaggtgct gttccataag gatagcagga tgtacaagtt ccagagctgc ttccgccgta 780 

tctttggttt ctactgttgt gtcttctatg gacaaagctfc ctgtcaaggc tccactgggc 8 40 

tcctgccata ctccaggcct attgtcactg tggttgggga gcctctgcca ctgccccaaa 900 

ttgaaaagcc aagccaggag atggtggaca aataccatgc actttatatg gatgctctgc 960 

acaaactgtt cgaccagcat aagacccact atggctgctc agagacccaa aagctgtttt 1020 

tcctgtgaat gaaggtactg catgcccagg agcacaggagr tgcctgcctt gaagaagaga 1080 

ctcatctgcc actaaccaaa gacaggcagg agatgaggga ggttatatgt g 1131 
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<210> 2 

<211> 328 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ala His Ser Lys Gin Pro Ser His Phe Gin Ser Leu Met Leu Leu 
1 5 io 15 

"Gin Trp Pro Leu Ser Tyr Leu Ala He Phe Trp He Leu Gin Pro Leu 

20 25 30 

Phe Val Tyr Leu Leu Phe Thr Ser Leu Trp Pro Leu Pro Val Leu Tyr 
35 40 45 

Phe Ala Trp Leu Phe Leu Asp Trp Lys Thr Pro Glu Arg Gly Gly Arg 
50 55 60 

Arg Ser Ala Trp Val Arg Asn Trp Cys Val Trp Thr His lie Arg Asp 
65 70 75 80 

Tyr Phe Pro He Thr lie Leu Lys Thr Lys Asp Leu Ser Pro Glu His 

» . 85 90 95 

Asn Tyr Leu Met Gly Val His Pro His Gly Leu Leu Thr Phe Gly Ala 

100 105 no 

Phe Cys Asn Phe Cys Thr Glu Ala Thr Gly Phe Ser Lys Thr Phe Pro 

H5 120 125 

Gly He Thr Pro His Leu Ala Thr Leu Ser Trp Phe Phe Lys He Pro 

130 135 140 

Phe Val Arg Glu Tyr Leu Met Ala Lys Gly Val Cys Ser Val Ser Gin 
145 150 155 160 

Pro Ala He Asn Tyr Leu Leu Ser His Gly Thr Gly Asn Leu Val Gly 

165 3.70 175 

He Val Val Gly Gly Val Gly Glu Ala Leu Gin Ser Val Pro Asn Thr 

180 * 185 190 

Thr Thr Leu He Leu Gin Lys Arg Lys Gly Phe Val Arg Thr Ala Leu 

195 200 205 

Gin His Gly Ala His Leu Val Pro Thr I>he Thr Phe Gly Glu Thr Glu 

210 215 220 

Val Tyr Asp Gin Val Leu Phe His Lys Asp Ser Arg Met Tyr Lys Phe 
225 230 235 240 

Gin Ser Cys Phe Arg Arg He Phe Gly £>he Tyr Cys Cys Val Phe Tyr 

245 250 255 

V 

Gly Gin Ser Phe Cys Gin Gly Ser Thr Gly Leu Leu Pro Tyr Ser Arg 

260 265 270 

Pro lie Val Thr Val Val Gly Glu Pro Leu Pro Leu Pro Gin He Glu 
275 280 285 
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Lys Pro Ser Gin Glu Met Val Asp Lys Tyr His Ala Leu Tyr Met Asp 



290 295 300 



n 

Ala Leu His Lys Leu Phe Asp Gin His Lys Tnr His Tyr Gly Cys Ser 
305 310 315 320 

Glu Thr Gin Lys Leu Phe Pixe Leu 



325 



<210> 3 

<211> 20 

<212> DNA 

<213> artificial sequence 
<220> 

<22 3> forward primer 

<400> 3 

ccaggcctat tgtcactgtg 20 

<210> 4 

<211> 20 

<212> DNA 

<213> artificial sequence 
<220> 

<223> reverse primer 



<400> 



4 



ctggcttggc ttttcaattt 



20 



<210> 



5 



<211> 21 



<212> DNA 



<213> artificial sequence 



<220> 



<223> probe 



<400> 5 

ttggggagcc tctgccactg c 



21 



